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3 <110> APPLICANT: KYOWA HAKKO KOGYO CO. , LTD. 

5 <120> TITLE OF INVENTION: GENOM I CALL Y MODIFIED CELL NEUTRALIZED TO SERUM- FREE SYSTEM 
7 <130> FILE REFERENCE: 249-423 

9 <140> CURRENT APPLICATION NUMBER: 10/575,2536 
10 <141> CURRENT FILING DATE: 2006-04-10 

12 <150> PRIOR APPLICATION NUMBER: PCT/ JP2004/015315 

13 <151> PRIOR FILING DATE: 2004-10-08 

15 <150> PRIOR APPLICATION NUMBER: JP2003 -350166 

16 <151> PRIOR FILING DATE: 2003-10-09 
18 <160> NUMBER OF SEQ ID NOS : 32 

20 <170> SOFTWARE: Patentln Ver. 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2008 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Cricetulus griseus 

28 <400> SEQUENCE: 1 

29 aacagaaact tattttcctg tgtggctaac tagaaccaga gtacaatgtt tccaattctt 60 
31 tgagctccga gaagacagaa gggagttgaa actctgaaaa tgcgggcatg gactggttcc 12 0 
33 tggcgttgga ttatgctcat tctttttgcc tgggggacct tattgtttta tataggtggt 180 
35 catttggttc gagataatga ccaccctgac cattctagca gagaactctc caagattctt 240 
37 gcaaagctgg agcgcttaaa acaacaaaat gaagacttga ggagaatggc tgagtctctc 300 
3 9 cgaataccag aaggccctat tgatcagggg acagctacag gaagagtccg tgttttagaa 360 
41 gaacagcttg ttaaggccaa agaacagatt gaaaattaca agaaacaagc taggaatgat 42 0 
43 ctgggaaagg atcatgaaat cttaaggagg aggattgaaa atggagctaa agagctctgg 480 
45 ttttttctac aaagtgaatt gaagaaatta aagaaattag aaggaaacga actccaaaga 540 
47 catgcagatg aaattctttt ggatttagga catcatgaaa ggtctatcat gacagatcta 600 
49 tactacctca gtcaaacaga tggagcaggt gagtggcggg aaaaagaagc caaagatctg 660 
51 acagagctgg tccagcggag aataacatat ctgcagaatc ccaaggactg cagcaaagcc 720 
53 agaaagctgg tatgtaatat caacaaaggc tgtggctatg gatgtcaact ccatcatgtg 780 
55 gtttactgct tcatgattgc ttatggcacc cagcgaacac tcatcttgga atctcagaat 840 
57 tggcgctatg ctactggagg atgggagact gtgtttagac ctgtaagtga gacatgcaca 900 
59 gacaggtctg gcctctccac tggacactgg tcaggtgaag tgaaggacaa aaatgttcaa 960 
61 gtggtcgagc tccccattgt agacagcctc catcctcgtc ctccttactt acccttggct 1020 
63 gtaccagaag accttgcaga tcgactcctg agagtccatg gtgatcctgc agtgtggtgg 1080 
65 gtatcccagt ttgtcaaata cttgatccgt ccacaacctt ggctggaaag ggaaatagaa 1140 
67 gaaaccacca agaagcttgg cttcaaacat ccagttattg gagtccatgt cagacgcact 12 00 
69 gacaaagtgg gaacagaagc agccttccat cccattgagg aatacatggt acacgttgaa 1260 
71 gaacattttc agcttctcga acgcagaatg aaagtggata aaaaaagagt gtatctggcc 1320 
73 actgatgacc cttctttgtt' aaaggaggca aagacaaagt actccaatta tgaatttatt 1380 
75 agtgataact ctatttcttg gtcagctgga ctacacaacc gatacacaga aaattcactt 1440 
77 cggggcgtga tcctggatat acactttctc tcccaggctg acttccttgt gtgtactttt 1500 
79 tcatcccagg tctgtagggt tgcttatgaa atcatgcaaa cactgcatcc tgatgcctct 1560 
81 gcaaacttcc attctttaga tgacatctac tattttggag gccaaaatgc ccacaaccag 1620 
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83 attgcagttt atcctcacca acctcgaact aaagaggaaa tccccatgga acctggagat 1680 
85 atcattggtg tggctggaaa ccattggaat ggttactcta aaggtgtcaa cagaaaacta 1740 
87 ggaaaaacag gcctgtaccc ttcctacaaa gtccgagaga agatagaaac agtcaaatac 1800 
89 cctacatatc ctgaagctga aaaatagaga tggagtgtaa gagattaaca acagaattta 1860 
91 gttcagacca tctcagccaa gcagaagacc cagactaaca tatggttcat tgacagacat 192 0 
93 gctccgcacc aagagcaagt gggaaccctc agatgctgca ctggtggaac gcctctttgt 1980 
95 gaagggctgc tgtgccctca agcccatg 2008 

98 <210> SEQ ID NO: 2 

99 <211> LENGTH: 1728 

100 <212> TYPE: DNA 

101 <213> ORGANISM: Mus musculus 

103 <400> SEQUENCE: 2 

104 atgcgggcat ggactggttc ctggcgttgg attatgctca ttctttttgc ctgggggacc 60 
106 ttgttatttt atataggtgg tcatttggtt cgagataatg accaccctga tcactccagc 120 
108 agagaactct ccaagattct tgcaaagctt gaacgcttaa aacagcaaaa tgaagacttg 180 
110 aggcgaatgg ctgagtctct ccgaatacca gaaggcccca ttgaccaggg gacagctaca 240 
112 ggaagagtcc gtgttttaga agaacagctt gttaaggcca aagaacagat tgaaaattac 3 00 
114 aagaaacaag ctagaaatgg tctggggaag gatcatgaaa tcttaagaag gaggattgaa 3 60 
116 aatggagcta aagagctctg gttttttcta caaagcgaac tgaagaaatt aaagcattta 420 
118 gaaggaaatg aactccaaag acatgcagat gaaattcttt tggatttagg acaccatgaa 480 
120 aggtctatca tgacagatct atactacctc agtcaaacag atggagcagg ggattggcgt 540 
122 gaaaaagagg ccaaagatct gacagagctg gtccagcgga gaataacata tctccagaat 600 
124 cctaaggact gcagcaaagc caggaagctg gtgtgtaaca tcaataaagg ctgtggctat 660 
126 ggttgtcaac tccatcacgt ggtctactgt ttcatgattg cttatggcac ccagcgaaca 720 
128 ctcatcttgg aatctcagaa ttggcgctat gctactggtg gatgggagac tgtgtttaga 780 
130 cctgtaagtg agacatgtac agacagatct ggcctctcca ctggacactg gtcaggtgaa 840 
132 gtaaatgaca aaaacattca agtggtcgag ctccccattg tagacagcct ccatcctcgg 900 
134 cctccttact taccactggc tgttccagaa gaccttgcag accgactcct aagagtccat 960 
136 ggtgaccctg cagtgtggtg ggtgtcccag tttgtcaaat acttgattcg tccacaacct 1020 
138 tggctggaaa aggaaataga agaagccacc aagaagcttg gcttcaaaca tccagttatt 1080 
140 ggagtccatg tcagacgcac agacaaagtg ggaacagaag cagccttcca ccccatcgag 1140 
142 gagtacatgg tacacgttga agaacatttt cagcttctcg cacgcagaat gcaagtggat 1200 
144 aaaaaaagag tatatctggc tactgatgat cctactttgt taaaggaggc aaagacaaag 1260 
146 tactccaatt atgaatttat tagtgataac tctatttctt ggtcagctgg actacacaat 1320 
148 cggtacacag aaaattcact tcggggtgtg atcctggata tacactttct ctcacaggct 1380 
150 gactttctag tgtgtacttt ttcatcccag gtctgtcggg ttgcttatga aatcatgcaa 1440 
152 accctgcatc ctgatgcctc tgcgaacttc cattctttgg atgacatcta ctattttgga 1500 
154 ggccaaaatg cccacaatca gattgctgtt tatcctcaca aacctcgaac tgaagaggaa 1560 
156 attccaatgg aacctggaga tatcattggt gtggctggaa accattggga tggttattct 1620 
158 aaaggtatca acagaaaact tggaaaaaca ggcttatatc cctcctacaa agtccgagag 1680 
160 aagatagaaa cagtcaagta tcccacatat cctgaagctg aaaaatag 1728 

163 <210> SEQ ID NO: 3 

164 <211> LENGTH: 367.7 

165 <212> TYPE: DNA 

166 <213> ORGANISM: Homo sapiens 

168 <400> SEQUENCE: 3 

169 cgtttagtac agaaatctca tgggagagag catccatgca tttacaaatt gttattgaat 60 
171 tattttattg aatgatgaca cccaaactga gctagaacat aattctggct ctgctagtac 120 
173 atcttctgtg tgatcttgga caagtcactc tactttcctt tcaattttct tttctcacag 180 
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175 ggagataatc ataaaaacga ctgtaaagta cagcacttca tagagtgctt tttgtttaaa 240 
177 gagctgacaa taaatacgag tctcaaggtc taggaaagcc tccctcacaa cctgagctgc 300 
179 ttgaggacaa gggattttct tttgaatcag cagtacctta tttgtgtatc tgtgatagag 360 
181 ttcctggtac ataagaaggt ctcaataaat atgtgaattt atgaatatta ggcagattgc 420 
183 aaccttgaca ggccactgcc tcttaaatct cctttctgtg atcttttaat atttaacatc 480 
185 taaaaggccg ccgctacttg ctttgggata agtatccccg gtatgtactt taaaatgccc 540 
187 aagcctagag aaatgattct tgtcttaagg gcaccatttc gctctcccac cgtaaagcgc 600 
189 cccaggcttg ggatctgggt cccaaggcta cagggaagag tttggaacgg gaagctcatc 660 
191 ttccggccct ctgattggcc ggctcgcact ccactcacgc ggcgcgcagc tctgattggc 720 
193 ctcggcggca cccctcgtcc cgcgactact ttgtgtgctg gggcggcgcg ctccggtcct 780 
195 cccgctcagc tggcggtctg ggctgctctg gggcagccct tcggtccact gctctgcatc 840 
197 gcgggcgccg ggaattttcc gagtccgagc ggcatgtaga gcgcatgaag tacaggacaa 900 
199 taaagcttcc tacacatatc accaggagga tctctttgaa agattcactg caggactacc 960 
201 agagagaata atttgtctga agcatcatgt gttgaaacaa cagaagtcta ttcacctgtg 1020 
203 cactaactag aaacagagtt acaatgtttt caattctttg agctccagga ctccagggaa 1080 
205 gtgagttgaa aatctgaaaa tgcggccatg gactggttcc tggcgttgga ttatgctcat 1140 
207 tctttttgcc tgggggacct tgctgtttta tataggtggt cacttggtac gagataatga 1200 
209 ccatcctgat cactctagcc gagaactgtc caagattctg gcaaagcttg aacgcttaaa 1260 
211 acaacagaat gaagacttga ggcgaatggc cgaatctctc cggataccag aaggccctat 1320 
213 tgatcagggg ccagctatag gaagagtacg cgttttagaa gagcagcttg ttaaggccaa 1380 
215 agaacagatt gaaaattaca agaaacagac cagaaatggt ctggggaagg atcatgaaat 1440 
217 cctgaggagg aggattgaaa atggagctaa agagctctgg tttttcctac agagtgaatt 1500 
219 gaagaaatta aagaacttag aaggaaatga actccaaaga catgcagatg aatttctttt 1560 
221 ggatttagga catcatgaaa ggtctataat gacggatcta tactacctca gtcagacaga 1620 
223 tggagcaggt gattggcggg aaaaagaggc caaagatctg acagaactgg ttcagcggag 1680 
225 aataacatat cttcagaatc ccaaggactg cagcaaagcc aaaaagctgg tgtgtaatat 1740 
227 caacaaaggc tgtggctatg gctgtcagct ccatcatgtg gtctactgct tcatgattgc 1800 
229 atatggcacc cagcgaacac tcatcttgga atctcagaat tggcgctatg ctactggtgg 1860 
231 atgggagact gtatttaggc ctgtaagtga gacatgcaca gacagatctg gcatctccac 1920 
233 tggacactgg tcaggtgaag tgaaggacaa aaatgttcaa gtggtcgagc ttcccattgt 1980 
235 agacagtctt catccccgtc ctccatattt acccttggct gtaccagaag acctcgcaga 2040 
237 tcgacttgta cgagtgcatg gtgaccctgc agtgtggtgg gtgtctcagt ttgtcaaata 2100 
239 cttgatccgc ccacagcctt ggctagaaaa agaaatagaa gaagccacca agaagcttgg 2160 
241 cttcaaacat ccagttattg gagtccatgt cagacgcaca gacaaagtgg gaacagaagc 2220 
243 tgccttccat cccattgaag agtacatggt gcatgttgaa gaacattttc agcttcttgc 2280 
245 acgcagaatg caagtggaca aaaaaagagt gtatttggcc acagatgacc cttctttatt 2340 
247 aaaggaggca aaaacaaagt accccaatta tgaatttatt agtgataact ctatttcctg 2400 
249 gtcagctgga ctgcacaatc gatacacaga aaattcactt cgtggagtga tcctggatat 2460 
251 acattttctc tctcaggcag acttcctagt gtgtactttt tcatcccagg tctgtcgagt 2520 
253 tgcttatgaa attatgcaaa cactacatcc tgatgcctct gcaaacttcc attctttaga 2580 
255 tgacatctac tattttgggg gccagaatgc ccacaatcaa attgccattt atgctcacca 2640 
257 accccgaact gcagatgaaa ttcccatgga acctggagat atcattggtg tggctggaaa 2700 
259 tcattgggat ggctattcta aaggtgtcaa caggaaattg ggaaggacgg gcctatatcc 2760 
261 ctcctacaaa gttcgagaga agatagaaac ggtcaagtac cccacatatc ctgaggctga 2820 
263 gaaataaagc tcagatggaa gagataaacg accaaactca gttcgaccaa actcagttca 2880 
265 aaccatttca gccaaactgt agatgaagag ggctctgatc taacaaaata aggttatatg 2940 
267 agtagatact ctcagcacca agagcagctg ggaactgaca taggcttcaa ttggtggaat 3000 
269 tcctctttaa caagggctgc aatgccctca tacccatgca cagtacaata atgtactcac 3060 
271 atataacatg caaacaggtt gttttctact ttgccccttt cagtatgtcc ccataagaca 3120 
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273 aacactgcca tattgtgtaa tttaagtgac acagacattt tgtgtgagac ttaaaacatg 3180 
275 gtgcctatat ctgagagacc tgtgtgaact attgagaaga tcggaacagc tccttactct 3240 
277 gaggaagttg attcttattt gatggtggta ttgtgaccac tgaattcact ccagtcaaca 3300 
279 gattcagaat gagaatggac gtttggtttt tttttgtttt tgtttttgtt ttttccttta 3360 
281 taaggttgtc tgtttttttt tttttaaata attgcatcag ttcattgacc tcatcattaa 3420 
283 taagtgaaga atacatcaga aaataaaata ttcactctcc attagaaaat tttgtaaaac 3480 
285 aatgccatga acaaattctt tagtactcaa tgtttctgga cattctcttt gataacaaaa 3540 
287 aataaatttt aaaaaggaat tttgtaaagt ttctagaatt ttatatcatt ggatgatatg 3600 
289 ttgatcagcc ttatgtggaa gaactgtgat aaaaagagga gctttttagt ttttcagctt 3660 
291 aaaaaaaaaa aaaaaaa 3677 

294 <210> SEQ ID NO: 4 

295 <211> LENGTH: 1836 

296 <212> TYPE: DNA 

297 <213> ORGANISM: Sus scrofa 

299 <400> SEQUENCE: 4 

300 atgttttcaa ttctttgagc tctaggaagc cacgaaagtg agttgaaagt ctgaaaatgc 60 
302 ggccatggac tggttcgtgg cgttggatta tgctcattct ttttgcctgg gggaccttgc 120 
304 tattttacat aggtggtcac ttggtacgag ataatgacca ctctgatcac tctagccgag 180 
306 aactgtccaa gattttggca aagctggaac gcttaaaaca acaaaatgaa gacttgagga 240 
308 gaatggctga atctctccga ataccagaag gccccattga tcaggggcca gcttcaggaa 300 
310 gagttcgtgc tttagaagag caatttatga aggccaaaga acagattgaa aattataaga 360 
312 aacaaactaa aaatggtcca gggaaggatc atgaaatcct aaggaggagg attgaaaatg 420 
314 gagctaaaga gctctggttt tttctacaaa gtgagttgaa gaaattaaag aatttagaag 480 
316 gaaatgaact ccaaagacat gcagatgaat ttctatcaga tttgggacat catgaaaggt 540 
318 ctataatgac ggatctatac tacctcagtc aaacagatgg ggcaggtgat tggcgtgaaa 600 
320 aggaggccaa agatctgaca gagctggtcc agcggagaat aacatatctt cagaatccca, 660 
322 aggactgcag caaagccaag aagctagtgt gtaatatcaa caaaggctgt ggctatggct 720 
324 gtcagctcca tcatgtagtg tactgcttta tgattgcata tggcacccag cgaacactcg 780 
326 ccttggaatc tcacaattgg cgctacgcta ctgggggatg ggaaactgtg tttagacctg 840 
328 taagtgagac gtgcacagac agatctggca gctccactgg acattggtca ggtgaagtaa 900 
330 aggacaaaaa tgttcaggtg gttgagctcc ccattgtaga cagtgttcat cctcgtcctc 960 
332 catatttacc cctggctgtc ccagaagacc ttgcagatcg acttgtacga gtccatggtg 1020 
334 atcctgcagt gtggtgggta tcccagtttrg tcaagtactt gattcgccca caaccctggc 1080 
336 tggaaaagga aatagaagag gccaccaaga agctaggctt caaacatcca gttattggag 1140 
338 tccatgttag acgcacagac aaagtgggag cggaagcagc cttccatccc attgaggaat 1200 
340 acacggtgca cgttgaagaa gactttcagc ttcttgctcg cagaatgcaa gtggataaaa 1260 
342 aaagggtgta tttggccaca gatgaccctg ctttgttaaa agaggcaaaa acaaagtacc 1320 
344 ccagttatga atttattagt gataactcta tctcttggtc agctggacta cataatcgat 1380 
346 atacagaaaa ttcacttcgg ggtgtgatcc tggatataca ctttctctcc caggcagact 1440 
348 tcctagtgtg tactttttca tcgcaggtct gtagagttgc ttatgaaatc atgcaagcgc 1500 
350 tgcatcctga tgcctctgcg aacttccgtt ctttggatga catctactat tttggaggcc 1560 
352 caaatgccca caaccaaatt gccatttatc ctcaccaacc tcgaactgaa ggagaaatcc 1620 
354 ccatggaacc tggagatatt attggtgtgg ctggaaatca ctgggatggc tatcctaaag 1680 
356 gtgttaacag aaaactggga aggacgggcc tatatccctc ctacaaagtt cgagagaaga 1740 
358 tagaaacagt caagtacccc acatatcccg aggctgacaa gtaaagcttg gacggacaga 1800 
360 tgagaaagac aaccaaactc agttcaaacc atttga 1836 

363 <210> SEQ ID NO: 5 

364 <211> LENGTH: 575 

365 <212> TYPE: PRT 
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Trp 


Arg 


Tyr 


Ala 


Thr 


Gly 


Gly 


Trp 


Glu 


415 










245 










250 










255 




417 


Thr 


Val 


Phe 


Arg 


Pro 


Val 


Ser 


Glu 


Thr 


Cys 


Thr 


Asp 


Arg 


Ser 


Gly 


Leu 


418 








260 










265 










270 






420 


Ser 


Thr 


Gly 


His 


Trp 


Ser 


Gly 


Glu 


Val 


Lys 


Asp 


Lys 


Asn 


Val 


Gin 


Val 


421 






275 










280 










285 








423 


Val 


Glu 


Leu 


Pro 


He 


Val 


Asp 


Ser 


Leu 


His 


Pro 


Arg 


Pro 


Pro 


Tyr 


Leu 


424 




290 










295 










300 










426 


Pro 


Leu 


Ala 


Val 


Pro 


Glu 


Asp 


Leu 


Ala 


Asp 


Arg 


Leu 


Leu 


Arg 


Val 


His 


427 


305 










310 










315 










320 


429 


Gly 


Asp 


Pro 


Ala 


Val 


Trp 


Trp 


Val 


Ser 


Gin 


Phe 


Val 


Lys 


Tyr 


Leu 


He 


430 










325 










330 










335 




432 


Arg 


Pro 


Gin 


Pro 


Trp 


Leu 


Glu 


Arg 


Glu 


He 


Glu 


Glu 


thr 


Thr 


Lys 


Lys 


433 








340 










345 










350 






435 


Leu 


Gly 


Phe 


Lys 


His 


Pro 


Val 


He 


Gly 


Val 


His 


Val 


Arg 


Arg 


Thr 


Asp 


436 






355 










360 










365 








438 


Lys 


Val 


Gly 


Thr 


Glu 


Ala 


Ala 


Phe 


His 


Pro 


He 


Glu 


Glu 


Tyr 


Met 


Val 
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3 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD. 

5 <120> TITLE OF INVENTION: GENOMI CALLY MODIFIED CELL NEUTRALIZED TO SERUM -FREE SYSTEM 
7 <130> FILE REFERENCE: 249-423 

9 <140> CURRENT APPLICATION NUMBER: 10/575 ,253B 
10 <141> CURRENT FILING DATE: 2006-04-10 

12 <150> PRIOR APPLICATION NUMBER: PCT/ JP2004/015315 

13 <151> PRIOR FILING DATE: 2004-10-08 

15 <150> PRIOR APPLICATION NUMBER: JP2003 -350166 

16 <151> PRIOR FILING DATE: 2003-10-09 
18 <160> NUMBER OF SEQ ID NOS : 32 
20 <170> SOFTWARE: Patentln Ver. 2.1 



AM. ir ^^- 



ERRORED SEQUENCES 



594 


<210> SEQ ID NO 


7 
















595 


<211> LENGTH: 446 
















596 


<212> TYPE: 


PRT 


















597 


<213> ORGANISM: 


Homo sapiens 










599 


<400> SEQUENCE: 


7 
















600 


Met 


Ala 


He 


Thr 


Val 


Ser 


Leu 


Val 


Asn 


Asn Lys Arg Lys He 


Val 


Val 


601 


1 








5 










10 


15 




603 


Leu 


Ala 


Gin 


Pro 


Thr 


Thr 


Val 


Lys 


Arg 


Lys Arg He Thr Pro 


Tyr 


Lys 


604 








20 










25 


3 0 






606 


Ser 


He 


Met 


Thr 


Asp 


Leu 


Tyr 


Tyr 


Leu 


Ser Gin Thr Asp Gly 


Ala 


Gly 


607 






35 










40 




45 






609 


Asp 


Trp 


Arg 


Glu 


Lys 


Glu 


Ala 


Lys 


Asp 


Leu Thr Glu Leu Val 


Gin 


Arg 


610 




50 










55 






60 






612 


Arg 


He 


Thr 


Tyr 


Leu 


Gin 


Asn 


Pro 


Lys 


Asp Cys Ser Lys Ala 


Lys 


Lys 


E--> 613 












70 








75 




80 


615 


Leu 


Val 


Cys 


Asn 


He 


Asn 


Lys 


Gly Cys 


Gly Tyr Gly Cys Gin 


Leu 


His 


616 










85 










90 


95 




618 


His 


Val 


Val 


Tyr 


Cys 


Phe 


Met 


He 


Ala 


Tyr Gly Thr Gin Arg 


Thr 


Leu 


619 








100 










105 


110 






621 


He 


Leu 


Glu 


Ser 


Gin 


Asn 


Trp 


Arg 


Tyr 


Ala Thr Gly Gly Trp 


Glu 


Thr 


622 






115 










120 




125 






624 


Val 


Phe 


Arg 


Pro 


Val 


Ser 


Glu 


Thr 


Cys 


Thr Asp Arg Ser Gly 


He 


Ser 


625 




130 










135 






140 






627 


Thr 


Gly 


His 


Trp 


Ser 


Gly 


Glu 


Val 


Lys 


Asp Lys Asn Val Gin 


Val 


Val 


628 


145 










150 








155 




160 


630 


Glu 


Leu 


Pro 


He 


Val 


Asp 


Ser 


Leu 


His 


Pro Arg Pro Pro Tyr 


Leu 


Pro 


631 










165 










170 


175 




633 


Leu 


Ala 


Val 


Pro 


Glu 


Asp 


Leu 


Ala Asp 


Arg Leu Val Arg Val 


His 


Gly 
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634 




180 










185 










190 






636 


Asp Pro 


Ala Val 


Trp Trp Val 


Ser 


Gin 


Phe 


Val 


Lys 


Tyr 


Leu 


He 


Arg 


637 




195 








200 










205 








639 


Pro Gin 


Pro Trp 


Leu 


Glu 


Lys 


Glu 


He 


Glu 


Glu 


Ala 


Thr 


Lys 


Lys 


Leu 


640 


210 








215 










220 










642 


Gly Phe 


Lys His 


Pro 


Val 


He 


Gly 


Val 


His 


Val 


Arg 


Arg 


Thr 


Asp 


Lys 


643 


225 






230 










235 










240 


645 Val Gly 


Thr Glu 


Ala 


Ala 


Phe 


His 


Pro 


He 


Glu 


Glu 


Tyr 


Met 


Val 


His 


646 






245 










250 










255 




648 


Val Glu 


Glu His 


Phe 


Gin 


Leu 


Leu 


Ala 


Arg 


Arg 


Met 


Gin 


Val 


Asp 


Lys 


649 




260 










265 










270 






651 


Lys Arg 


Val Tyr 


Leu 


Ala 


Thr 


Asp 


Asp 


Pro 


Ser 


Leu 


Leu 


Lys 


Glu 


Ala 


652 




275 








280 










285 








654 


Lys Thr 


Lys Tyr 


Pro 


Asn 


Tyr 


Glu 


Phe 


He 


Ser 


Asp 


Asn 


Ser 


He 


Ser 


655 


290 








295 










300 










657 


Trp Ser 


Ala Gly 


Leu 


His 


Asn 


Arg 


Tyr 


Thr 


Glu 


Asn 


Ser 


Leu 


Arg 


Gly 


658 


305 






310 










315 










320 


660 


Val He 


Leu Asp 


He 


His 


Phe 


Leu 


Ser 


Gin 


Ala 


Asp 


Phe 


Leu 


Val 


Cys 


661 






325 










330 










335 




663 


Thr Phe 


Ser Ser 


Gin 


Val 


Cys 


Arg 


Val 


Ala 


Tyr 


Glu 


He 


Met 


Gin 


Thr 


664 




340 










345 










350 






666 


Leu His 


Pro Asp 


Ala 


Ser 


Ala 


Asn 


Phe 


His 


Ser 


Leu 


Asp 


Asp 


He 


Tyr 


667 




355 








360 










365 








669 


Tyr Phe 


Gly Gly 


Gin 


Asn 


Ala 


His 


Asn 


Gin 


He 


Ala 


He 


Tyr 


Ala 


His 


671 


370 








375 










380 










673 


Gin Pro 


Arg Thr 


Ala Asp Glu 


He 


Pro 


Met 


Glu 


Pro 


Gly 


Asp 


He 


He 


674 


385 






390 










395 










400 


676 


Gly Val 


Ala Gly 


Asn 


His 


Trp 


Asp 


Gly 


Tyr 


Ser 


Lys 


Gly 


Val 


Asn 


Arg 


677 






405 










410 










415 




679 


Lys Leu 


Gly Arg 


Thr Gly Leu 


Tyr 


Pro 


Ser 


Tyr 


Lys 


Val 


Arg 


Glu 


Lys 


680 




420 










425 










430 






682 


He Glu 


Thr Val 


Lys 


Tyr 


Pro 


Thr 


Tyr 


Pro 


Glu 


Ala 


Glu 


Lys 






683 




435 








440 










445 








686 


<210> SEQ ID NO: 


: 8 
























687 


<211> LENGTH: 575 
























688 


<212> TYPE: PRT 


























689 


<213> ORGANISM: 


Sus 


scrofa 




















691 


<400> SEQUENCE: 


8 
























692 


Met Arg 


Pro Trp 


Thr Gly 


Ser 


Trp 


Arg 


Trp 


He 


Met 


Leu 


He 


Leu 


Phe 


693 


1 




5 










10 










15 




695 


Ala Trp 


Gly Thr 


Leu 


Leu 


Phe 


Tyr 


lie 


Gly 


Gly 


His 


Leu 


Val 


Arg 


Asp 


696 




20 










25 










30 






698 


Asn Asp 


His Ser 


Asp 


His 


Ser 


Ser 


Arg 


Glu 


Leu 


Ser 


Lys 


He 


Leu 


Ala 


699 




35 








40 










45 








701 


Lys Leu 


Glu Arg 


Leu Lys 


Gin 


Gin 


Asn 


Glu 


Asp 


Leu 


Arg 


Arg 


Met 


Ala 


702 


50 








55 










60 










704 


Glu Ser 


Leu Arg 


He 


Pro 


Glu 


Gly 


Pro 


He 


Asp 


Gin 


Gly 


Pro 


Ala 


Ser 


705 


ft 5 






70 










75 










80 


707 


Gly Arg 


Val Arg 


Ala 


Leu 


Glu 


Glu 


Gin 


Phe 


Met 


Lys 


Ala 


Lys 


Glu 


Gin 
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708 








85 










90 










95 




710 


He 


Glu 


Asn Tyr 


Lys 


Lys 


Gin 


Thr 


Lys 


Asn 


Gly 


Pro 


Gly 


Lys 


Asp 


His 


711 






100 










105 










110 






713 


Glu 


He 


Leu Arg 


Arg Arg 


He 


Glu 


Asn 


Gly 


Ala 


Lys 


Glu 


Leu 


Trp 


Phe 


714 






115 








120 










125 








716 


Phe 


Leu 


Gin Ser 


Glu 


Leu 


Lys 


Lys 


Leu 


Lys 


Asn 


Leu 


Glu 


Gly 


Asn 


Glu 


717 




130 








135 










140 










719 


Leu 


Gin 


Arg His 


Ala 


Asp 


Glu 


Phe 


Leu 


Ser 


Asp 


Leu 


Gly 


His 


His 


Glu 


720 


145 








150 










155 










160 


722 


Arg 


Ser 


He Met 


Thr Asp 


Leu 


Tyr 


Tyr 


Leu 


Ser 


Gin 


Thr 


Asp 


Gly 


Ala 


723 








165 










170 










175 




725 


Gly Asp 


Trp Arg 


Glu 


Lys 


Glu 


Ala 


Lys 


Asp 


Leu 


Thr 


Glu 


Leu 


Val 


Gin 


726 






180 










185 










190 






728 


Arg Arg 


He Thr 


Tyr 


Leu 


Gin 


Asn 


Pro 


Lys 


Asp 


Cys 


Ser 


Lys 


Ala 


Lys 


729 






195 








200 










205 








731 


Lys 


Leu 


Val Cys 


Asn 


He 


Asn 


Lys 


Gly 


Cys 


Gly 


Tyr 


Gly 


Cys 


Gin 


Leu 


732 




210 








215 










220 










734 


His 


His 


Val Val 


Tyr 


Cys 


Phe 


Met 


He 


Ala 


Tyr 


Gly 


Thr 


Gin 


Arg 


Thr 


735 


225 








230 










235 










240 


737 


Leu 


Ala 


Leu Glu 


Ser 


His 


Asn 


Trp 


Arg 


Tyr 


Ala 


Thr 


Gly 


Gly 


Trp 


Glu 


738 








245 










250 










255 




740 


Thr 


Val 


Phe Arg 


Pro 


Val 


Ser 


Glu 


Thr 


Cys 


Thr 


Asp 


Arg 


Ser 


Gly 


Ser 


741 






260 










265 










270 






743 


Ser 


Thr 


Gly His 


Trp 


Ser 


Gly 


Glu 


Val 


Lys 


Asp 


Lys 


Asn 


Val 


Gin 


Val 


744 






275 








280 










285 








746 


Val 


Glu 


Leu Pro 


He 


Val 


Asp 


Ser 


Val 


His 


Pro 


Arg 


P.ro 


Pro 


Tyr 


Leu 


747 




290 








295 










300 










749 


Pro 


Leu 


Ala Val 


Pro 


Glu 


Asp 


Leu 


Ala 


Asp 


Arg 


Leu 


Val 


Arg 


Val 


His 


750 


305 








310 










315 










320 


752 


Gly Asp 


Pro Ala 


Val 


Trp 


Trp 


Val 


Ser 


Gin 


Phe 


Val 


Lys 


Tyr 


Leu 


He 


753 








325 










330 










335 




755 


Arg 


Pro 


Gin Pro 


Trp 


Leu 


Glu 


Lys 


Glu 


He 


Glu 


Glu 


Ala 


Thr 


Lys 


Lys 


756 






340 










345 










350 






758 


Leu Gly 


Phe Lys 


His 


Pro 


Val 


He 


Gly 


Val 


His 


Val 


Arg 


Arg 


Thr 


Asp 


759 






355 








360 










365 








761 


Lys Val 


Gly Ala 


Glu 


Ala 


Ala 


Phe 


His 


Pro 


He 


Glu 


Glu 


Tyr 


Thr 


Val 


762 




370 








375 










380 










764 


His 


Val 


Glu Glu 


Asp 


Phe 


Gin 


Leu 


Leu 


Ala 


Arg 


Arg 


Met 


Gin 


Val 


Asp 


765 


385 








390 










395 










400 


767 


Lys Lys 


Arg Val 


Tyr 


Leu 


Ala 


Thr 


Asp 


Asp 


Pro 


Ala 


Leu 


Leu 


Lys 


Glu 


768 








405 










410 










415 




770 Ala Lys 


Thr Lys 


Tyr 


Pro 


Ser 


Tyr 


Glu 


Phe 


He 


Ser 


Asp 


Asn 


Ser 


lie 


771 






420 










425 










430 






773 


Ser Trp 


Ser Ala 


Gly Leu 


His 


Asn 


Arg 


Tyr 


Thr 


Glu 


Asn 


Ser 


Leu 


Arg 


774 






435 








440 










445 








776 


Gly Val 


He Leu 


Asp 


He 


His 


Phe 


Leu 


Ser 


Gin 


Ala 


Asp 


Phe 


Leu 


Val 


777 




450 








455 










460 










779 


Cys 


Thr 


Phe Ser 


Ser 


Gin 


Val 


Cys 


Arg 


Val 


Ala 


Tyr 


Glu 


lie 


Met 


Gin 


780 


465 








470 










475 










480 
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782 Ala Leu His Pro Asp Ala Ser Ala Asn Phe Arg Ser Leu Asp Asp lie 

783 485 490 495 

785 Tyr Tyr Phe Gly Gly Pro Asn Ala His Asn Gin lie Ala lie Tyr Pro 

786 500 505 510 

788 His Gin Pro Arg Thr Glu Gly Glu lie Pro Met Glu Pro Gly Asp lie 

789 515 520 525 

791 lie Gly Val Ala Gly Asn His Trp Asp Gly Tyr Pro Lys Gly Val Asn 

792 530 535 540 

794 Arg Lys Leu Gly Arg Thr Gly Leu Tyr Pro Ser Tyr Lys Val Arg Glu 

795 545 550 555 560 

797 Lys lie Glu Thr Val Lys Tyr Pro Thr Tyr Pro Glu Ala Asp Lys 

798 565 570 575 
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